SUBJECT INDEX TO VOLUME 16 (1982)

Ab inino surface
Protein tritiation: Glycine {Borkman. R.F.)
Acctylchosinesterase
Immobilized enzyme; Membrane potential; Excii-
able membrane (Friboulet, A))
Immobilized enzyme; Excitable membrane; Mem-
brane potential: (Oscillation) (Friboulet, A.)
F-Actin flexibility
Fluorescence anisotropy: Ca’*: WNanosecond decay
(Miki, M)
Activation enthalpy
Dextran; Interdiffusion; Self-diffusion (Amu, T.C.)
Amino terminus pX
Hemoglobin; Bohr effect; Dinitrophenylation (Bucci,
E)
ApA
Intramolecular stacking association; Microscopic
ionization constant; Microscopic stacking quotient;
mApA: Apm'A (Takeuchi, Y.)
Apm'A
Intramolecular stazking association; Microscopic
ionization constant: Microscopic stacking quotient;
ApA: m'ApA (Takeuchi. Y.)

Bile acid methy] ester~cholesterol mixed association
Cholesterol; Methyl lithocholate: Methyl cholate;
Vapor pressure osmometry (Foster, B.W.}

Bohr effect
Hemoglobin; Dinitrophenylation: Amino terminus
pX (Bucdi, E.)

Caz+
Fluorescence anisotropy;
Nanosecond decay (Miki, M.)
Chemical kinetics equation theory
Enzyme kinetics; Michaelis-Menten rate equations:
Nonlinear rate process (Phillipson, P.E.)
Cholesterol
Methyl lithocholate; Methyl cholate; Bile acid methyl
ester—cholesterol mixed association; Vapor pressure
osmometry {Foster, BW.)
Chromophore
Tryptophan flucrescence:
{(Acuna, A.U.)
Circular dichroism
Poly( S-carboxvmethyl-r-cysteine); Isodichroic point:
Irreversibie association; Intermolecular B-structure
{Saito, K.)
Conformational energy
Dinucleoside phosphate (Lee, C-H.)

F-Actin flexibility:

fluorescence quenching
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Cross-relaxation
NMR relaxation; Water-protein; Water-protein dy-
namics; Motions in protein crystals {Bryant. R.G.)
Crtochrome ¢
Dielectric dispersion; Ionic strength effect (Mofers,
F.J.M.)
Electrochemistry; Graphite electrode (Brabec, V.)

Dextran
Activation enthaipy; Interdiffusion; Self-diffusion
{Amu, T.C.)

Dielectric dispersion
Dipole moment; Protein solution; Dielectric model
(Mofers, F.JJ.M.)
Cytochrome ¢; Ionic strength effect (Mofers, F.1.M.)

Dielectric model
Dipole moment; Dielectric dispersion: Protein solu-
tion {(Mofers, F.IM))

Differential-wavelength deconvolution
Excited-state process: Fluorescence decay (Lako-
wirz, LR

Diffusion
NMR; Hemcglobin: Hemoglobin S (Everhart, C_.H.)

Dinitrophenylation
Hemoglobin; Bohr effect:
(Bucci, E.)

Dinucleoside phosphate
Conformational energy (Lee. C.-H.)

Dipole electric moment
Spectrin; Electric birefringence; Reversing electric
pulse method (Roux. B.)

Dipole moment
Dielectric dispersion: Protein solution: Dielectric
model (Mofers, F.I.M.)

Dissociation
Lactic dehydrogenase; High-pressure deactivation:
Hydrophobic interaction; Thermodynamics (Miiller.
K))

DNA
Renaturation; Polydispersity (Mingot, F.)
Electric field; Helix—coil transition; Polarization;
Polyelecirolyte: Field-induced reaction (Diekmann,
S)

Amino terminus pkK

Electric birefringence
Spectrin; Dipole electric moment; Reversing electric
pulse method (Roux, B.)

Electric field
DNA: Helix—coil transition: Polarization; Polyelec-
trolyte: Field-. Juced reaction (Diekmann, S.)
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Electrochemistry
Cytochrome c: Graphite electrode (Brabec. V.)
Enzyme kinetics
Michaelis-Menten rate equations; Chemical kinetics
equation theory; Nonlinear rate process (Phillipson,
P.E)
Excitable membrane;
¥on mobility; Membrane potential (Friboulet, A.)
Immobilized enzyme: Acetylcholinesterase: M
brane potential (Friboulet, A)
Immobilized enzyme:; Acetylcholinesterase; Mem-
brane potential; (Oscillation) (Friboulet, A.)
Excitea-state process
Fluorescence phase shift; Fluorescence demodula-
tion; Fluorophore (Lakowicz. J.R.)
Fluorescence phase shift; Fluorescence demodula-
tion: Fluorophore (Lakowicz, L.R.)
Differential-wavelength deconvolution; Fluorescence
decay (Lakowicz. J.R.)

Field-induced reaction
DNA: Electric field; Helix—coil transition; Polariza-
tion: Polyelectrolyte (Diekmann, S.)
Fluctuation
Relaxation;
(Kijima, H.)

Steady /equilibrium approximation

1

Transition probability; Membrane potential; Motil-
ity (Qosawa, F.)
Fluorescence anisotropy
Ca2* : F-Actin flexibility; Nanosecond decay (Miki.
M)
Fluorescence decay
Differential-wavelength deconvolution; Excited-stale
process (Lakowicz, J.R.)
Fluor e d dulation
Fluorescence phase shift; Excited-state process; Flu-
orophore (Lakowicz. J.R.)
Fluorescence phase shift; Excited-state process: Flu-
orophore (Lakowicz, JL.R.)
Fluorescence phase shift
Fluorescence demodulation; Excited-state process;
Fluoropnore (Lakowicz, J.R.)
Fluorescence demodalation; Excited-state process;
Fluorophore (Lakowicz, JR.)
oy q hil
Tryptophan fluorescence; Chromophore (Acuna.
AU
Fluorophore
Fluorescence phase shift; Fluorescence demodula-
tion; Excited-state process {(Lakowicz, J.R.)
Fluorescence phase shift; Fluorescence demodula-
tion; Excitea-state process (Lakowicz, J.R.)

Glycine

Protein tritiation: Ab initio surface {(Borkman, R.F.)
Graphite elecirode

Cytochrome c; Electrochemistry {Brabec, V.)
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Helix—coil transition
DNA; Eleciric field; Polarization; Polyelectrolyte;
Field-induced reaction {Diekmann, S)
Random walk; Isotope exchange; Polypeptide; Mas-
ter equation (Nagai, Y.)
a-Helix—p-structure—random coil transition
Polypeptide; Statistical-mechznical theery; Probabil-
ity distribution; Surfactant (Wakana, H.)
Polypeptide; Kinetics; Transition probability; Inter-
mediate state (Wakana, H.)
Hemoglobin
Bohr effect; Dinitrophenylation; Amino terminus
pK (Bucci, E.)
NMR; Diffusion; Hemoglobin S (Everhart, C.H.)
Hemoglobin S
NMR; Diffusion; Hemoglobin (Everhart, C.H.)
Heterogeneous association
Sedirnentation theory; Ligand mediation: Self-as-
sociation; Protein assembly; Subunit protein (Cann,
J.R.)
High-pressure deactivation
Lactic dehydrogenase; Dissociation; Hyd-ophobic
interaction; Thermodynamics (Miiller, K.)
Hydrophobic interaction
Lactic dehydrog High-p e deactivation;
Dissociation; Thermodynamics (Maller, K.)

Immobilized enzyme
Acetylcholinesterase; Membrane potential; Excitable
membrane (Friboulet, A.)
Excitable membrane; Acetylcholinesterase; Mem-
brane potential; (Oscillation) (Friboulet, A.)
Interdiffusion
Activation enthalpy:; Dextran; Self-diffusion (Amu,
T.C.)
Intermediate state
Polypeptide; a-Helix—B-structure—random coil tran-
sition; Kinetics; Transition probability (Wakana, H.)
Intermolecular B-structure
Poly( S-carboxymethyl-r-cysteine); Isodichroic point;
Circular dichroism; Irreversible association (Saito,
K.)
Intramol \? stacking Fath
Microscopic ionization constant: Microscopic stack-
ing quotient; ApA; m'ApA; Aprn'A (Takeuchi, Y.)
Ton binding
Poly(acrylic acid); Polyelectrolyte (Meurer., B.)
Ion mobility
Excitable membrane: Membrane potentiai (Fribou-
let, A)
Ionic strength effect
Cytochrome c; Dielectric dispersion (Mofers, F.1.M.)
Irreversible association
Poly( S-carboxymethyl-L-cysteine); Isodichroic point;
Circular dichroism; Intermolecular B-structure
(Saito, K.)
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Isodichroic paint
Poly(S-carboxymethyl-L-cysteine); Circular dichro-
ism; Irreversible association: Intermolecular B-struc-
ture (Saito. K.)

Isotope exchange
Random walk: Polypeptide; Helix—coil transition:
Master equation (Nagai, Y.)

Jumping frequency
Rate theory; Membrane channel: Molecuiar dy-
namics (Lauger. P.)

Kinetics
Polypeptide; a-Helix—g-structure-random coil tran-
sition; Transition probability: Intermediate stare
(Wakana, H.)

Lactic dehydrogenase
High-pressure deactivation: Dissociation: Hydro-
phobic interaction: Thermodynamics (Miuller. K.)

Ligand mediation
Sedimentation theory: Heterogeneous association:
Self-association: Protein assembly: Subunit protein
(Cann, J.R.)

Light scattering
X-ray scattering: Neutron scattering: Spectrin con-
formation (Reich. M_H.)

Lipid-protein interaction
NMR: Mpyelin basic protein: Lysophosphatidylcho-
line (Smith. R.)

Lysophosphatidylcholine
NMR: Myelin basic protein: Lipid-protein interac-
tion (Smith. R.)

m'ApA
Intramolecular stacking association. Microscopic
ionization constani: Microscopic stacking quotient:
ApA:; Apm’A (Takeuchi, Y.)

Master equatien
Random walk; Isotope exchange:
Helix—coil transition (Nagai. Y.)

Membrane channel
Rate theory: Jumping frequency: Molecular dy-
namics (Lauger. P.)

Membrane potential
Fluctuation asymmetry;
Moitility (Oosawa, F.)
Ion mobility: Excitable membrane (Friboulet. A.)
Immobilized enzyme; Acetylcholinesterase: Excit-
able membrane (Friboulet, A.)
Excitable membrane: Immobilized enzyme; Acetyl-
cholinesterase; (Oscillation) (Friboulet. A.)

Methyl cheiate
Cholesterol; Methyl lithocholate; Bile acid methyl
ester—cholesterol mixed association: Vapor pressure
osmometry (Foster, B.W.)

Prolypeptide:

Transition probability:
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Methyl lithocholate
Cholesterol; Methyl cholate: Bile acid methyl
ester—cholasterol mixed association; Vapor pressure
osmometry (Foster, BW.)
Micelle distribution
Propagation coefficient; Shell model (Chun, P.W.)
Michaelis-M rate eguation
Enzyme kinetics; Chemical kinetics equation theory;
Nonlinear rate process (Phillipson. P.E.)
Microscopic ionization constant
Intramolecular stacking association: Microscopic
stacking quotient: ApA: m'ApA;: Apm'A (Takeuchi.
Y.)
Microscopic stacking quotient
Intramolecular stacking association: Microscopic
ionization constant; ApA: m'ApA: Apm'A
(Takeuchi. Y.)
Molecular dyaamics
Rate theory; Jumping frequency; Membrane channel
(Lauger. P)
Mo.ility
Fluctuation asymmetry: Transition probability:
Membrane potential (Oosawa. F.)
Motions in protein crystals
NMR relaxation: Water-protein: Cross-relaxation:
Water-protein dynamics (Bryvant. R.G.)
Mutant class
Polynucleotide replication: Quas’-snecies: Point mu-

tation: Stochastic replication (Swetina, J.)

Myelin basic protein
NMR: Lysophosphatidylchoiine; Lipid-protein in-
teraction {(Smith, R.)

Nanosecond decay
Fluorescence anisotropy: Ca™": =-Actin flexibility
(Miki. M.)

Neutron scattering
Light scattering; X-ray scattering: Spectrin confor-
mation (Reich., M_.H.)

Ni2* -nucleotide complex
Poly(A): Thermodynamic stability: Relaxation kinet-
ics (Hynes, M.J))

NMR
Diffusion: Hemoglobin; Hemoglobin S (Everhart.
C.H.)
Mpyelin basic protein: Lysophosphatidylcholine:
Lipid-protein interaction (Smith. R.)

NMR relaxation
Water-protein; Cross-relaxation; Water-protein dy-
namics; Motions in protein crystals (Bryant. R.G.)

Nonlinear rate process
Enzyme kinetics: Michaelis-Menten rate equations:
Chemical kinetics equation theory (Phillipson. P.E.)

Point mutation
Polynucleotide replicaticn; Quasi-species: Mutant
class: Stochastic replication (Swetina, 1)
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Polarization
DNA; Electric field; Helix—coil transition; Polyelec-
trolyte; Field-induced reaction (Diekmann, S.)
Polv(A)
Mi?* -nucleotide complex: Thermodynamic stabil-
ity; Relaxation kinetics (Hynes. ML)
Poly{acrylic acid)
Ion binding; Polyelectrolyte (Meurer. B.)
Poly{S-carboxymethyl-1-cysteine}
Isodichroic point; Circular dichroism; Irreversible
association; Intermolecular B-structure (Saito, K.)
Polydispersity
DNA; Renatwration (Mingot, F.)
Polyelectrolyte
Poly(acrylic acid); ion binding (Meurer. B.)
DNA; Electric field; Helix—coil transition; Polariza-
tion; Field-induced reaction (Diekmann, S.)
Polynucleotide replication
Quasi-species; Point mutation; Mutant class; Sto-
chastic replicatior: (Swetina, J1.)
Polypeptide
oa-Helix—8-structure—-random coil transition; Statis-
tical-mechanical theory: Probability distribution:
Surfactant (Wakana, H.)
a-Helix— #-structure-random coil transition; Kinet-
ics: Transition probability: Intermediate state
{Wakana, H.)
Random walk: Isotope exchange; Helix—coil transi-
tion: Master equation (Nagai, Y.)
Probability distribution
Polypeptide; a-Helix—~B8-structure-random coil tran-
sition; Statistical-rnechanical theory: Surfactant
{Wakana, H.)
Propagation coefficient
Micelle distribution; Shell model {Chun. P.W.)
Protein solution
Dipole moment: Dielectric dispersion; Dielectric
model (Mofers, F.LM.)
Protein assembly
Sedimentation theory; Ligand mediation; Heteroge-
neous association; Self-association; Subunit protein
{Cann, JL.R.)
Protein tritiation
Glycine; Ab initio surface (Borkman, R.F.)

Quasi-species
Polynucleotide replication: Point mutation; Mutant
class: Stochastic replication (Swetina. J.)

Rondom walk
Isotope exchange; Polypeptide; Helix--coil transi-
tion: Master equation (Nagai, Y.)

Rate theory
Jumping frequency; Membrane channel: Molecular
dynamics {(Lauger, P.)

Relaxation
Fluctuation;
(Kijima, H.)

Steady/equilibriurn  approximation
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Relaxation kinetics
Nil+ -nucleotide complex: Poly(A); Thermodynamic
stability (Hynes, M.J)

Renaturation
DNA: Polydispersity (Mingot. F.)

Reversing electric pulse method
Spectrin: Electric birefringence Dipole electric mo-
ment (Roux, B.)

Sedimentation theory
Ligand mediation; Heterogeneous association; Seif-
association: Protein assembly: Subunit protein
(Cann, J.R.)

Self-association
Sedimentation theory: Ligand mediation; Heteroge-
neous association; Protein assembly: Subunit protein
{Cann, JLR)

Self-diffusion
Activation enthalpy; Dextran; Interdiffusion (Amu,
T.C)

Shell model
Propagation coefficient; Micelle distribution (Chun.
P.W.)

Spectrin
Electric birefringence; Dipole electric moment: Re-
versing electric pulse method (Roux, B.)

Spectrin conformation
Light scattering X-ray scattering; Neutron scatiering
(Reich, M.H.)

Statistical-mechanical theory
Polypeptide; a-Helix—8-structure—random coil tran-
sition: Probability distribution: Surfactant (Wakana.
H)

Steady /equilibrium approximation
Relaxation; Fluctuation (Kijima, H.)

Stochastic replication
Polynucleotide replication; Quasi-species; Point mu-
tation; Mutant class (Swetina. J)

Subunit protein
Sedimentation theory; Ligand mediation; Heteroge-
nieous association: Self-association; Protein assembly
{Cann, LR))

Surfactant
Polypeptide; a-Helix—g-structure—random coil tran-
sition; Statistical-mechanical theory; Probability dis-
tribution (Wakana, H.)

Thermodynamics
Lactic dehydrog: High-pr deactivation:
Dissociation; Hydrophobic interaction (Muller, K.)
Thermodynamic stability
Ni?* -nucleotide complex;
kinetics (Hynes, M.J.)
Transition probability
Fluctuation asymmetry; Membrane potential; Motil-
ity (Oosawa, F.)
Polypeptide; a-Helix—B-structure—random coil tran-
sition; Kinedcs: Intermediate state (Wakana, H.)

Poly(A): Relaxation
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Tryptophan fi e
Chromophore: Fluorescence quenching (Acuna,

AUy

Vapor pressure osmometry
Cholesterol: Methyl lithocholate: Methyl cholate-
Bile acid methyl ester—cholesterol mixed association
(Foster. BW))

Water-protein
NMR relaxation: Cross-relaxation: Water-protein
dynamics: Motions in protein crystals (Bryant, R.G.)

253

Water-protein dynamics
NMR relaxation: Water-protein: Cross-relaxation:
Motions in protein crystals (Bryant. R.G.)

X-ray scattering
Light scattering; Neutron scattering; Spectrin con-
formation {Reich. M.H.)
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