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SLJBJFLT INDEX TO VOllJME 16 (1982) 

Ab it&c. surface Cros-relaxation 
Protein tritiation: Glycine (Borkman, RF.) 

Acctylcho&wste- 
24’ 

Immobiii?ed enzyme; Membrane potential; Exe% 
able membrane (Friboulet, A.) 145 
Immobilized enzyme; Excitable membrane; Mem- 
brane potential: (Oscillation) (Friboulet. A.) 1.53 

F-A&n flexibility 

NMR relaxation; Water-protein; Water-protein dy- 
namics: Motions in protein crystals (Bryant. R-G.) 

C:~tochrome c 
Dielecrric dispersion; Ionic srrenglh effect (Mofers. 
F.J.M.) 
Electrochemistry; Graphite electrode (Brabec, V.) 

Fluorescence anisotropy: Ca’* : Nanosecond decay 
(Miki, M.) 155 

Aeiivation enthalpy 

Dextran 
Activation enthaipy; Interdiffusion: Self-diffusion 
(Amu. T-C.) 

Dextran; Interdiffusion; Self-diffusion (Amu. T-C.) 
Amino termirms pK 

269 

Hemoglobin; Bohr effect; Dinitrophenylation (Bucci, 

E.) 159 

APA 
lntramoiecular slacking association; Microscopic 
ionization constant; Microscopic stacking quotient; 
m’ApA: Apm’A (Takeuchi, Y.) 27 

Aprn’A 

Dielectric dispersion 
Dipole moment; Protein solution; Dielectric model 
(Mofers, FJ.M.) 
Cyrochrome c; Ionic strength effect (Mofers. F.I.M.) 

Dielectric model 

Intramolecular stacking association; Microscopic 
ionization constant: Microscopic stacking quotient: 
ApA: m*ApA (Takeuchi. Y.) 27 

Dipole momenl; Diefectric dispersion: Protein solu- 
tion (Mofers, F_J.M.) 

Differential-wavelength decomolution 
Excited-state process: Fluorescence decay (Lakko- 
wir .= J.R.) 

Diffusion 
NMR; Hemoglobin: Hemoglobin S (Everhan. C-H.) 

Dinitrophenylation 

Bile acid m&hyl ester-cholesterol mixed association 
Cholesterol: Methyl Iithocholate: h&thy1 cholare; 
Vapor pressure osmometry (Foster. T&W_) 317 

Bohr effect 

Hemoglobin; Bohr effect: Amino rerminus pK 
(Bucci, E.) 

Hemoglobin; Dinitrophenylation: Amino terminus 
pK (Bucci, E) 159 

caz” 
Fluorescence anisotropy; F-Acrin ffexibiIity: 
Nanosecond decay (Miki. M.) ‘16.5 

Cbemieaf kinetics equation theory 
Ehzyme kinetics: Michaelis-Menten rate equations: 
Nonlinear rate process (Phillipson, P.E.) 173 

Chofesterol 

Methyl lithochdate; Methyl cholare; Bile acid methyl 
ester-choIesrero1 mixed association: Vapor pressure 

osmometry (Foster, B.W.V.) 317 
ChrozF#opbore 

Tryptophan Ruorescence: fluoreseenca quenching 
(Acuiia, A.U.) 153 

Circular dichroff 
Poly(S-carboxymethyI-L-cysteine): fsodichroic point: 
Irreversibie zwcialion; Intermolecular &sfructme 
(Saito, K.) 67 

confo~tional energy 
Dinucleoside phosphate (Lee, C-H.) 199 

Dinucleoside phosphate 
Conformational energy (Lee. C-H.) 

Dipole ekctric moment 
Speeltin: Electric birefringence: Reversing electric 
pulse method (Roux. B.) 

Dipole moment 
Dielectric dispersion: Protein solution: Dielectric 
model (hlofers. FJ.M.) 

Dissociation 
Lac:ic dchydrogenase: High-pressure deactivation: 
Hydrophobic interaction; Thermodynamics (Miiller. 

K-1 
DNA 

Renaturation; Polydispersity (Mingot. F.) 
EIectric field; Helix-coil transition; PoIarization: 
Pofyeiectrolpe: Field-induced reacrion (Diekmarm, 
S.1 

Elxtrir birefringence 
Spectrin; Dipole eiectric momcnt: Reversing electric 
pulse method (Roux. B.) 

Ehzcfric field 
DNA; Helix-coil transit%m: Polarization; Polyelec- 
trolyte; Field-._..iuced reaction (Diekmann. S.) 
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Etccirccltemistry 
Cytochrome E; Graphite ekctrode (Brabec. V.) 

Enayme kinetics 
Michaelis-Menten rate equations; Chemical kinetics 
equation theory; Nonlinear rate process (Phillipson. 
P-E.) 

Excitable membrane; 
Ion mobility: Membrane potential (Friboulet, A.) 
ImmobiIized enzyme: Acetylcholinesterase: Mern- 
brane potential (Friboulet. A.) 
Immobilized enzyme: Acetylcholinesterase; Mem- 
brane potential; (Oscillation) (Friboulet. A.) 

Escitw-state process 

Fluorescence phase shift; Fhtxescewe demodula- 
tion: FIuorophorc (Lakowirz J.R.) 
Ffuorescence phase shift; Fluorescence demodula- 

tion; Fluorophore (Lakowicz, J.R.) 
Differential-wavelength deconvolution; Fluorescence 
Decay (Lakovzin 3-R.) 

Field-induced reaction 
DNA; Electric field; Helix-coil tracsition; Polariza- 
tion: Polyelectrolyte (Diekmann. S.) 

Fluctuation 
Relaxation; Steady/equiIibrium approximation 
(-Kijima. H.) 

Fluctuation ~rrune~ 
Transition probability; Membrane potential; Motil- 
ity (Oosawa. F.) 

Ftuorescence anisotropy 
Caa’ : F-Actin flexibility: Nanosecond decay (Miki. 
hI.) 

FIuorescenre decay 
Differential-wavelength deconvolution; Excited-sta:e 
process (Lakowicz. J.R.) 

FIuorescence denmthtlation 
Fluorescence phase shift; Excited-state process; Flu- 
orophore (Lakowin J-R) 
Fhtorescence phase shift; Exctted-state process; Flu- 
oropbore (Lakowicz, J.R.) 

Ftuoresrenee phase shift 
Fluorescence demodulation; Excited-state process; 
Fluorophore (Lakowin J.R.) 
Fluorescence demoddation; Excited-state process; 
Fluorophore (Lakowin. J-R.) 

FIuorescence quenching 
Tryptophan fluorescence; Chromophore (Acuik 
AU.) 

Rttorophore 
Fluorescence phase shift; Fluorescence demodula- 
tion; Excited-state process (Lakowicx, J-R.) 
Fluorescence phase shift; Fluorescence demodula- 
tion: Excited-state process (Lakowin J.R.) 

Gl~cine 
Protein tritiation: Ab initio surface (Borkman, RF_) 

Gn~ptatte electrode 
Cytochrome c: Electrochemistry (Brabec. V.) 
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H&ix-coil transition 
DNA: Electric field; Polarization; PolyelectroIyte; 
Field-induced reaction (Dieknuuut, S) 
Random walk; Isotope exchange; Polypeptide; Mas- 
ter equation (Nagai. Y.) 

a-Helix-II&rttchtra-rando coil bansitIon 
Polypeptide; Statistical-mechanical theory; Probabil- 
ity distribution; Surfactant (Wakana. H.) 
Polyp&de; Kinetics; Transition probability: inter- 
mediate state (Wakana, H.) 

Hemoglobin 
Bohr effect; Dinitrophenylation; Amino terminus 
pK (Bucci, E.) 

NMR; Diffusion: Hemoglobin S (Everhart, C.H.) 
Hemoglobin S 

NMR, Diffusion: Hemoglobin (Everhart, C.H.) 
Heterogettaotts association 

Sedimentation theory; Ligand mediation: Seff-as- 
sociation; Protein assembly: Subunit protein (Cann, 
J-R.) 

High-pressure deactivation 
Lactic dehydrogenase; Dissociation; Hydrophobic 
interaction; Thermodynamics (Miiller. K.) 

Hydropltt&lc interaction 
Lactic dehydrogenase: High-pressure deactivation: 
Dissociation; Thermodynamics (Miiller, K.) 

Immobilized erwyne 
Acetylcholinesterase; Membrane potential: Excitable 
membrane (Friboulet. A.) 
Excitable membrane; Acetylcholinesterase; Mem- 
brane potential; (Oscillation) (Fribouler. A.) 

Interdiffusion 
Activation enthalpy; Dextran; Self-diffusion (Amu. 
TX.) 

IntermedIate state 
Polypeptide; a-Helix-&structure-random coil tran- 
sition: Kinetics; Transition probability (Wakana. H.) 

IntermolecttIar l3-structure 
Poly(.S-carboxyruethyl-t-cysteine); Isodichroicpoint; 
Circular dichroism; Irreversible association (S&to. 
K-1 

I~tram&cular stacking aaociation 
Microscopic ionization constant: Microscopic stack- 
ing quotient; ApA; m’ApA; Apm’A (Takeuchi, Y_) 

Ion binding 
Poly(acryIic acid); Polyelectrolyte (Meurer, B.) 

Ion mnbllity 
Excitabfe membrane: Membrane potential (Fribou- 
let. A.) 

Ionic strength effect 
Cytochrome r; Dielectric dispersion (Mofers, FJ.M.) 

Irreversible association 
Polf( S-carboxymethyl-L-cysteine); Isodichroic point: 
Circular dichroism: Intermolecular &structure 
(Saito. K_) 
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lsodichroic p3int 
Poly(S-carboxymethyl-r-cysieine): Circular dichro- 
ism: Irreversible association: intermolecular &struc- 
ture (Saito. K.) 

Isotope exchange 
Random walk: Polypeptide: Helix-coil transition: 
Master equation (Nagai. Y.) 

Jumping frequency 
Rate theory; Membrane channel: Molecular dy- 
namics (Liiuger. P.) 

Kinetics 

Polypepride; a-Helix-/3-structure-random coil tran- 
sition; Transition probability: Intermediate stare 
(Wakana, H.) 

Lactic dehydrogenase 
High-pressure deactivation: Dissociation: Hydro- 
phobic interaction: Thermodynamics (Miiller. K.) 

Ligand mediation 
Sedimentation theory: Heterogeneous association: 
Self-association: Protein assembly: Subunit protein 
(Can”, J-R.) 

Light scattering 
X-ray scattering: Neutron scattering: Spectrin con- 
formation (Reich. M-H.) 

Lipid-protein inleraction 
NMR: Myelin basic protein: Lysophosphatidylcho- 
line (Smith. R.) 

Lysophmphatidylcholine 
NMRr Myelin basic protein: Lipid-protein interac- 
tion (Smith. R.) 

m’ApA 
Intramolecular stacking association. Microscopic 
ionization constant: Microscopic stacking quotient; 
ApA: Apm’A (Takeuchi, Y.) 

Master equation 
Random walk; Isotope exchange: Polypeptide: 
Helix-coil transition (Nngai. Y.) 

Membrane channel 
Rate theory: Jumping frequency; Molecular dy- 
namics (Lauger. P.) 

Membrane potential 
Fluctuation asymmetry: Transition probability: 
Motility (Oosawa, F.) 
Ion nobility: Excitable membrane (Friboulet. A.) 
Immobilized enzyme; Acetylcholinestewse: Excit- 
able membrane (Friboulet, A.) 
Excitable membrane: Immobilized enzyme; Acetyl- 
cholinesterase; (Oscillation) (Friboulet. A.) 

Methyl cho:ate 
Cholesterol; Methyl lithocholate; Bile acid methyl 
ester-cholesterol mixed association: Vapor pressure 
osmometry (Foster. B.W.) 
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Methyl Iithocholate 
Cholesterol; Methyl cholate; Bile acid methyl 
ester-cholesterol mixed association: Vapor pressure 
osmometry (Foster. B.W.) 

Micdle 3istribution 
Propagation coefficient; Shell model (Chun. P-W.) 

Michaelis-Menten rate equations 
Enzyme kinetics: Chemical kinetics equation theory: 
Nonlinear rate process (Phillipson. P.E.) 

Microscopic ionization conslant 
Intramolecu!ar stacking association: Microscopic 
sracking quotient: ApA: m’ApA; Apm’A (Takeuchi. 

Y.) 
Microscopic stacking quotient 

Intmmolezular stacking association: Microscopic 
ionization constant; ApA: m’ApA: Apm’A 
(Takeuchi. Y_) 

Molecular dyxamici 
Rate theory; Jumping frequency: Membrane channel 
(Lauger. P.) 

Mo.ility 
Fluctuation asymmetry: Transition probability: 
Membrane potential (Oosawa. F.) 

Motions in protein eqstals 
NMR relaxation: Waler-protein: Cross-relaxation: 
Water-protein dynamics (Bryant. R.G.) 

Mutant class 
Polynucleotide replication: Quas’-species: Point mu- 
ration: Stochastic replication (E.n&ina. J.) 

h’lyelin basic protein 
NMR: Lysophosphatidylcholine: Lipid-protein in- 
teraction (Smith. R.) 

Nano.second d-ray 
Fluorescence anisotropy: Ca” : .=-Actin flexibility 
(Miki. h4.) 

Neutron scattering 
Light scattering; X-ray scattering: Specrrin confor- 
mation (Reich. M-H.) 

Ni’+-nucleotide complex 
Poly(A): Thermodynamic stability: Relaxation kinet- 
ics (Hynes, M.J.) 

NMR 
Diffusion: Hemoglobin; Hemoglobin S (Everhart. 

C-H.) 
Mgelin basic protein: Lysophosphatidylcholine: 
Lipid-protein interaction (Smith. R.) 

NMR rela..alion 
Water-protein; Cross-relaxation: Water-protein dy- 
namics; Motions in protein crystals (B~ant. R.G.) 

Nonlinear rzte process 
Enzyme kinetics: Michaelis-Menten rate equations: 
Chemical kinetics equation theoF (Phillipson. P.E.) 

Point mutation 
Polynucleotide replicaticn; Quasi-species: Mutant 
class: Stochastic replication (S=e:ina. J.) 
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Polarization 
DNA: Electric field; Helix-coil transition; Polyelec- 
trotyte; Field-induced reaction (Diekmann. S,) 

PoljfA) 
261 

Ni” -nudeotide complex: Thermodynamic stabil- 

ity; Relaxation kinetics (Hynes. MJ.) 
Poly(acrylic arid) 

Ion binding; Polyelectrolyte (Meurer. B.) 
Pot?;cS~~~~ethyl-~~steine) 

Isodichroic point; Circular dichroism: Irreversible 
association; Intermolecular ~-structure (Saito. K.) 

Po1ydiipersity 

79 

89 

67 

DNA: Renaturation (Mingot. F.) 
Polyelectrolyte 

61 

Poly(actylic acid); ion binding (Meurer. B.) 
DNA: Electric fiild: Helix-coil transition; Polarixa- 
non; Field-induced reaction (Diekmann. S.) 

Polytmcleotide replicalion 
Quasi-species: Point mutation; Mutant class; Sto- 
chastic replication (Swetina, J_) 

Polypeptide 

89 

261 

329 

a-Helix-&structure-random coil transition; Statis- 
tical-mechanical theory: Probability distribution: 
Surfactant (Wakatta, H.) 
~-Helix-~st~cture-random coil transition; Kinet- 
ics: Transition probability: intermediate state 
(Wakana, H.) 
Random walL: Isotope exchange; Helix-coil transi- 
tion: Master equation (Nagai. Y.) 

Probability distribution 
Polypeptide: a-Helix-@-structure-random coil tnn- 
sition; Statistical-mechanical theory: Surfactant 
(Wakana, H.) 

275 

287 

297 

275 
Propagation coefficient 

Micelie distribution; Shell model (Chun. P-W.) 
Protein solution 

355 

Dipole moment: Dielectric dispersion; Dielectric 
model (Mofers. NM.) 

Protein assembly 
9 

Sedimentation theory: L&and mediation: Heteroge- 
neous associationi Self-association; Subunit protein 
(Cann. J-R.) 

Protein tritiation 
41 

Glycine; Ab initio surface (Borkman. RF.) 247 

Quasi-species 
PolynucIeotide replication: Point mutation; Mutant 
class: Stochastic replication (Swerina. J.) 329 

Rnndom walk 
Isotope exchange: Polypeptide; Helix-coil transi- 
tion: Master equation (Nagai. Y-j 297 

Rate theory 
Jumping frequency; Membrane channel: Molecdar 
iiynamics (-L%tger. ?_) 209 

Relaxation 
muctuation: Steady/equitibrium approximation 
(Kijima, H.) fS1 

Rebmation kinetics 
Niz+-nudeotide complex: P&y(A): Thermodynamic 
stability (H3nes. M-i_) 79 

Renaturation 
DNA: Polydispersity (Mingot. F.) 61 

Reversing electric pulse method 
Spectrin: Electric birefringence Dipole electric mo- 
ment (Roux. B.) 193 

Sedimentation themy 
Ligand mediation; Heterogeneous association; SeIf- 
association: Protein assembly: Subunit protein 
(Cann, JR.) 

Self-association 
Sedimentation theory; Ligand mediation; Heferoge- 
neous association; Protein assembly: Subunit protein 
(Cann, J.R.) 

Self-diffttsfon 
Activation enthalpy; Dextran: Interdiffusion (Amu. 
T-C.) 

Shell model 
Propagation coefficient; Micdle distribution (Chum 
P-W.) 

Specftin 
Eiectric biref’ringence; Dipoie ekectric moment: Re- 
versing electric pulse method (Roux, B.) 

Spechin eonformation 
Light scattering X-ray scattering: Neutron scatiering 
(Reich, M.H.) 

Statistical-mechanical theory 
PoIypep:ide; a-Helix-&structure-random coil tran- 
sition: Probability distribution: Surfactant (Wakana. 
H.) 

Steady/eqttiiibtimn approxitmttion 
Relaxation; Fhrctuation (KiLjima, H.) 

Stochastic rePlication 
Polyrmcleofide replication: Quasi-species: Point mu- 
tation: Mutant class (Swerina. J.) 

Subunit ptoteitt 
Sedimentation theory; Ligand mediation: Heteroge- 
neous associa:ion: Self-association; Protein assembly 
(Cann, J-R.) 

Smiartattt 
Polypeptide; a-Helix-&structure-random coil fran- 
sition; Statistical-mechanical theory; Probability dis- 
tribution (W&am, H.) 
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41 
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181 
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41 
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Themmdynamiu 

Lactic dehydrogenase: High-pressure deactivation: 
Dissociation; Hydrophobic interaction (Miiller. K.) 1 

Thermodynamic stability 
Ni“ -nudeotide complex; Poly(A): Relaxation 
kinetics (Hynes, MJ.) 

Tzan&ion Probability 
79 

Ructuation asymmetry; Membrane potential; Motii- 
ity (Dosawa, F.) 33 
Polypeptide; a-Helix-~-structure-random coil tran- 
sition; Kinedu; intermediate state (Wakana, H.) 287 



Tt-yp~ophan fhxuescence 
Chromophore: Fluorescence quenching (Acuiia. 
AX) 

Vapor pressure osmometxy 

Cholesterol: Methyl lithocholate: Methyl cholate- 
BiIe acid methyl ester-cholesteroi mixed association 
(Foster. B-W.) 

Water-protein 
NMR relaxation: Cross-relaxation: \VaIer-protein 
dynamics: Motions in protein crystals (Bryant. R-G.) 

Water-protein dynamics 

253 
NMR relaxation: Waser-prorein; Cross-relaxarion: 
Motions in protein crystals (Bryant. R.G.) 133 

317 

Light scattering; Neutron scattering; Spectrin con- 
formation (Reich. M.H.) 307 

133 


